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30C¢HSL — PoPS Receiver

Mechanism & Function Component Parts \
A transcription factor (LuxR) that is active in the presence

of a cell-cell signaling molecule (30CeHSL) is controlled by
a regulated operator (PLteto-1). Device input is 30CsHSL.
Device output is PoPS from a LuxR-regulated operator. If RO040 B0034 C0062 B0015 R0062
used in a cell containing TetR then a second input such as Pietor RBS  luxR Term. PuxR
aTc can be used to produce a Boolean AND function.
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Devices: £0240, E0430 and £0434 Output: PoPS measured via BBa_E0240 n
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Transcriptional Output Demand (low/high input) BT pSB3K3
Nucleotides: 0/ 6xNt nucleotides cell" s Chassis: MG1655
Polymerases: 0/ 1.5E-1xNt RNAP cell-! *Equipment: PE Victor3 multi-well fluorimeter

(Nt = downstream transcript length) ~ **Equipment: BD FACScan cytometer

Auth : B Cant 4
uors: Y Registry of Standard Blologlcal GELCR | i .onse: Public
Updated: March 2008 making life better, one partat a time :




